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90% of all seals were found on 4 main sites
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reshwater Seals of lliamna Lake:
Recent Population Updates
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lliamna Lake, a large freshwater lake located approximately 365 km southwest of
Anchorage, is home to a small, potentially isolated, group of harbor seals.

Although the seals have access to Bristol Bay via the (115 km long) Kvichak River, it
remains unclear whether all or some proportion of the seals remain in the lake year-round.

Seals in lliamna Lake have been seen hauled out on 24 different islands within the lake,
and are occasionally sighted around river mouths, but never along the lake’s shoreline.
These areas are relatively free from predators and disturbance (bears, wolves, man).

Four sites (JF16C, JF16EF, JF16H, and JF19B) make up 90% of all sightings; and
22%-31% of the seals hauled out at these locations in late July and early August are
classified as pups.

We estimated, in a recent population analysis (Ver Hoef et al., 2014), that the number of
seals in the lake is around 400, with an intrinsic growth rate of 5% per year. This is
similar to the average annual harvest as estimated from household surveys (ADF&G
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On August 8th, 2014, a NMML aerial survey team recorded 356 seals hauled out,

JF16E&F

LI04 & LI0S

3395

32.81

JF16G

LI06

25

0.24

JF16H

Li14_ABR; JF16new

1925

our highest count ever.

18.60

JF16J

LI17_ABR

2

0.02

JF16K

LI18_ABR

s7

0.55

JF16L

LI19_ABR

222

2.15

JF16M

LI16_AER

71

0.69

JF16N

15

0.14

JF160

5

0.05

11 useable genetic samples, collected by hunters in 5 different years over a 14 year period,
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and during both the winter/spring and fall hunts, yielded a single mtDNA haplotype. This low
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0.03 haplotype diversity is suggestive of low genetic diversity (or high degree of relatedness)
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' are required for definitive conclusions about the degree of diversity within the lake’s seals.
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